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Abstract

Omics data are the important elements of the biosciences, in recent years, with the rapid progress of the next generation
sequencing (NGS) technology, the omics data show the explosive increasement. Drawing on the successful experiences
from the international data centers, and considering the domestic requirements, lots of databases including genome
sequencing archive, genome warehouse, gene expression nebulas, genome variation map, DNA methylation databank
were constructed. These databases constitute the domestic omics data resources and provide the free service for all the

scientists for the data storing, sharing and management.
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